Table S1: Model Reactions and Parameters

Reaction

[LPS]+[LBP] = [LPS-LBP]
[LPS-LBP] = [LPS] + [LBP]

[LPS]+[CD14] = [LPS-CD14]

[LPS-CD14] - [LPS] + [CD14]
[LPS-LBP] + [CD14] - [LPS-CD14]
+ [LBP]

[LPS-CD14] - [LPS] + [CD14]

[TLR4]+[MD2] - [TLR4-MD2]
[TLR4-MD2] - [TLR4] + [MD2]

[LPS-CD14]+[TLR4] = [AC1]
[AC1] = [LPS-CD14]+[TLR4]
[LPS-CD14]+[TLR4-MD2] - [AC2]

[AC2] = [LPS-CD14]+[TLR4-MD2]
[AC1]+[PI3K] = [AC-PI3K]
[AC2]+[PI3K] - [AC-PI3K]

[AC-PI3K] > sink

[AC-PI3K] — [PI3K_P]
[PI3K_P]+[PDK1] — [PI3K-PDK1]
[PI3K_P-PDK1] > sink

[PI3K_P-PDK1] - [PDK1_P]
[PDK1_PJ]+[PKC] — [PDK1_P-PKC]
[PDK1_P-PKC] = sink

[PDK1_P-PKC] = [PKC_P]

[PKC_P]+[PCPLC] — [PKC_P-
PCPLC]

[PKC_P-PCPLC] = sink

[PKC_P-PCPLC] > [PCPLC_P]

[PCPLC_P]+[Asmase] —
[PCPLC_P-Asmase]

[PCPLC_P-Asmase] =2 sink

[PCPLC_P-Asmase] = [Asmase*]
[Asmase*] + [sphingomyelin] =
[ceremide]
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[ceremide]+|TAK1] — [ceremide-
TAK1]

[ceremide-TAK1] — sink

[ceremide-TAK1] = [TAK1_P]

[TAK1_P]+[SEK1] — [TAKI1_P-
SEK1]

[TAK1_P-SEK1] — sink

[TAK1_P-SEK1] - [SEK1_P]

[TAK1 P]+[SEK1_P] — [TAK1_P-
SEK1_P]

[TAK1_P-SEK1 _P] — sink

[TAK1_P-SEK1_P] = [SEK1_PP]

[SEK1_PPJ]+[JNK] — [SEK1_PP-
JNK]

[SEK1_PP-JNK] — sink

[SEK1_PP-JNK] = [JNK_P]

[SEK1_PPJ+[JNK_P] — [SEK1_PP-
JNK_P]

[SEK1_PP-JNK P] — sink
[SEK1_PP-JNK_P] - [JNK_PP]
[JNK_PP] > [AP1]

[AP1] = [JNK_PP]

[INK_P]+[MKP1] — [JNK_P-
MKP1]

[JNK_P-MKP1] — sink

[JNK_P-MKP1] = [JNK]

[JNK_PP]+[MKP1] — [JNK_PP-
MKP1]

[JNK_PP-MKP1] — sink

[JNK_PP-MKP1] = [JNK_P]

[JNK_PJ+[MKP5] — [JNK_P-
MKP5]

[JINK_P-MKP5] — sink
[JNK_P-MKP5] = [JNK]
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[JNK_PP]+[MKP5] — [JNK_PP-
MKP5]

[JNK_PP-MKPS5] — sink

[JNK_PP-MKP5] > [JNK_P]
[TAK1_PJ+[IKK] — [TAK1_P-IKK]
[TAK1_P-IKK] — sink

[TAK1_P-IKK] > [IKK_P]
[IkBa]+[NFkBc] — [IkBa_NFkBc]|

[IkBa_NFkBc] = sink

[IKK_P]+[TkBa_NFkBc]>[IKK_P-
TkBa-NFkBc]

[IKK_P-IkBa_NFkBc] = sink

[IKK_P-IkBa_NFkBc] > [IKK_P] +
[NFkBc]

[TkBa_NFkBc] > [IkBa] + [NFkBc]
[NFkBc] = [NFkBn]

[NFkBn] = [NFkBc]

[NFKB]? + [STAT1In_P_STATI1n_P]
- [IRF1_mRNAn]

[IRF1_mRNAnR] = [IRF1_mRNAc]
[IRF1_mRNAc] = [IRF1c]
[IRF1c] = [IRF1n]

[NFKBT® + [AP1] >
[TNFalpha_mRNAnR]

[IRF1n]® + [IRF2n]>
[TNFalpha_mRNAnR]
[TNFalpha_mRNAn] -
[TNFalpha_mRNACc]
[TNFalpha_mRNAc] = [TNFalphac]

[TNFalphac] = [TNFalphaEC]

[TNFalphaEC] + [TR1] © [TNFR1]
[TNFR1] = [TNFalphaEC] + [TR1]
[TNFR1] + [TRADD] €
[TNFR1_TRADD]
[TNFR1_TRADD] > [TNFR1] +
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[TRADD]

[TNFR1_TRADD] + [TAK1] 2>
TAK1_P

[TNFR1_TRADD] - sink

[NFKBn]® + [AP1]* + [IRF1n] +
[IRF2n] + [STAT1n_P_STATIn_P]
- [iINOS_mRNAnR]

[INOS_mRNAnR] =2 [iINOS_mRNAc]
[INOS_mRNAc] = [iNOS]
[iINOS] + [arg] = [NO] + [citrulline]

[citrulline] = [arginosuccinate]

[arginosuccinate] = [arg]

[NFkBn]> = [IkBa_mRNAn]

[IkBa_mRNAnR] = [IkBa_mRNACc]
[IkBa_mRNAc] > [IkBa]
[IRF1n] = [IRF2_mRNAnN]

[IRF2_mRNAn] = [IRF2_mRNAc]

[IRF2_mRNAc] = [IRF2c]
[IRF2c] = [IRF2n]
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